
Human Whole Genome 
Sequencing Solutions

Our Key Features & Advantages

Human whole genome sequencing enables researchers to catalog the genetic constitution of individuals and capture all 
the variants present. It is commonly used in studies of a variety of diseases, especially cancer, human population 
evolution and pharmacogenomics. 

Equipped with the powerful Illumina NovaSeq ���� system, Novogene can sequence up to ���,��� human genomes per 
year at the lowest cost per genome. With extensive experience in whole genome sequencing and advanced bioinformatics 
capabilities, we can expertly meet customer needs for delivering comprehensive project results with quick turnaround 
times and the highest quality results.

Project Workflow
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Reliable & Faster Turnaround Time
The strategic locations of our labs across Asia and our 
extensive NGS system can provide faster turnaround time.

Extensive Experience
We have extensive records of sequencing projects that 
have been published in journals.

Multiple Choices
We offer multiple library choices and a comprehensive 
data analysis pipelines for your research needs.

Unsurpassed Data Quality
We guarantee that ≥ ��% of bases have a sequencing 
quality score ≥ Q��, exceeding Illumina’s official 
guarantee of ≥ ��%.



Standard Analysis Pipeline
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NovogeneAIT Genomics Singapore Pte. Ltd. 
(Joint Venture & Sequencing Centre)

Novogene International Pte. Ltd.
25 Pandan Crescent #05-15 TIC Tech Centre, Singapore 128477

T: +65-8823-3182
e: marketing_amea@novogeneait.sg

en.novogene.com

For Research Use Only. Exclusive for clients in AMEA (Asia Pacific, Middle-East & Africa). 
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Standard Analysis Content

Sample Requirements

Publications
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Listed below are some publications that were supported by Novogene solutions. 

Genomic DNA ≥ �� ng/μl OD���/���=�.�-�.�,no degradation, no RNA or protein contamination
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