
Small RNA
Sequencing Solutions

Novogene offers a comprehensive Small RNA Sequencing service (sRNA-seq) to investigate the regulatory network of 
noncoding RNA of ��-��nt in length, especially for microRNA (miRNA) transcripts. 

Variations in miRNA can be correlated with gene silencing and post-transcriptional regulation of gene expression, which 
provides researchers an effective method of regulating target on mRNAs with unprecedented sensitivity and high 
resolution. Bioinformatic analysis of sRNA-seq illustrates differential expression of miRNAs, structural alterations, and 
discovery of novel small RNAs via a high throughput research technique.

Project Workflow
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Our Key Features & Advantages
Extensive Experience
We have extensive records of sequencing projects that 
have been published in journals.

Comprehensive Analysis
Utlizing mainstream software and mature in-house 
pipeline to meet multiple bioinformatic requests.

Unsurpassed Data Quality
We guarantee that ≥ ��% of bases have a sequencing 
quality score ≥ Q��, exceeding Illumina’s official 
guarantee of ≥ ��%.

Free Correlation Analysis
Free correlation analysis for both small RNA and mRNA 
expression levels to investigate the regulatory networks.



Sample Requirements

Publications
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NovogeneAIT Genomics Singapore Pte. Ltd. 
(Joint Venture & Sequencing Centre)

Novogene International Pte. Ltd.
25 Pandan Crescent #05-15 TIC Tech Centre, Singapore 128477

T: +65-8823-3182
e: marketing_amea@novogeneait.sg

en.novogene.com

For Research Use Only. Exclusive for clients in AMEA (Asia Pacific, Middle-East & Africa). 

Standard Analysis Pipeline

Genomic DNA ≥ �� ng/μl OD���/���=�.�-�.�,no degradation, no RNA or protein contamination

�������

����

����

������

��

�� ���

�� ���

�� ��

�����

������������
������
������������
����������������
����������� ���

������	��������
������������
������
����������������������	�������������	�	������ ���

��������
���������	
�����
���������������	�	����������	������� ���

Novogene has successfully sequenced and analyzed the small RNA of more than ��� species and has published over �� 
articles in authoritative journals such as cell and scientific reports.
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