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Chromatin Immunoprecipitation
Sequencing (ChIP-Seq)

Chromatin Immunoprecipitation Sequencing (ChIP-Seq) provides genome-wide profiling of DNA targets for histone
modification, transcription factors, and other DNA-associated proteins. Determining how proteins interact with DNA to
regulate gene expression is essential for understanding many biological processes and disease states.

This method combines the selectivity of chromatin immunoprecipitation (ChIP) to recover specific protein-DNA

complexes. The application of next-generation sequencing (NGS) to ChIP has revealed insights into gene regulation events
that play a role in various diseases and biological pathways, such as development and cancer progression.
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Biomedicine & Drosophila Histone Demethylase KDM5 Regulates Social Behavior through Immune Control and

Pharmacotherapy A Gut Microbiota Maintenance (2020)
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oncogenes by destabilizing the histone (2018)
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