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DNA methylation at the fifth position in cytosine (5-mC) has a fundamental influence 
on gene expression and cellular activity. Abnormal methylation patterns have been 
associated with several conditions and diseases, such as cancer. WGBS has become 
the gold standard for studying genome-wide methylation at single base resolution. 
Novogene offers comprehensive DNA methylation analysis, which is an increasingly 
widely-used application of NGS technology.
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Recommended
Sequencing Depth ≥30× coverage

Data Quality
Guarantee

Q30 ≥ 80%.
Bisulfite conversion rate ≥ 99%.

Turnaround
Time

34 working days for 20 or fewer samples from verification of sample quality without 
data analysis.

Sample
Requirements

DNA amount: ≥ 0.2 μg.
DNA concentration: ≥ 5 ng/μl.
Purity: OD260/280 = 1.8‒2.0 without degradation, protein or RNA contamination.
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Novogene is a world leader in sequencing capacity using state of the 
art technology, including the latest Illumina NovaSeq platform.

        Extensive Experience:

Over 1000 projects successfully completed, and our data has been 
published in many noteworthy journals.

        Unsurpassed Data Quality: 
We guarantee a sequencing quality score ≥ Q30 for over 80% of the 
bases.

        Comprehensive Data Analysis: 
We use widely accepted mainstream software, like Bismark, and a 
mature in-house pipeline for mapping, differentially methylated 
region (DMR) analysis, functional analysis and data visualization.
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Year Journal Title

Plant Biotechnology
Journal2018 Single-Base Methylome Analysis Reveals Dynamic Epigenomic Differences Associated 

with Water Deficit in Apple

Nature2020 A Genomic and Epigenomic Atlas of Prostate

Bioinformatics2017 Genome-wide Analysis of DNA Methylation Profiles in a Senescence-accelerated 
Mouse Prone 8 Brain using Whole-genome Bisulfite Sequencing

The Plant Cell2016 Altered Transcription and Neofunctionalization of Duplicated Genes Rescue the Harmful 
Effects of a Chimeric Gene in Brassica napus

Genome Biology2014 Whole-genome Analysis of 5-hydroxymethylcytosine and 5-methylcytosine at Base
Resolution in the Human Brain

For researchers preparing libraries themselves, Novogene provide sequencing service to power your study. With our 
world-leading capacity, including the Illumina and Pacbio platforms, we ensure highest data quality with competitive 
prices and quick turnaround times to meet your budget and research goals on time. 

Sample Requirement

SAMPLE REQUIREMENTS

•Sample type: Tissues, Live cells, 
or freeze cells.
•Cell number: ≥ 1×105 cells, an 
accurate cell number is key to the 
success of the experiment.
•Tissue weight: ≥ 2 g for fresh 
animal and plant tissue.

SEQUENCING STRATEGY

• Library type: 100-500 bp insert cDNA 
library (depends on peak distribution)
• Sequencing platform: NovaSeq 6000
• Sequencing strategy: pair-end 150 bp
• Recommended data output: 15Gb raw 
data per sample

TURNAROUND TIME

30 working days for20 or 
fewer samples from 
verification of sample 
quality without data 
analysis

Novogene Advantages

Project Workflow

Service Specifications
Sample Requirements:

State-of-the-art NGS technologies
Novogene is a world leader in sequencing capacity using latest technology.

Complementary strict data QC and superior data quality
We guarantee a Q30 score ≥ 80%, exceeding Illumina’s official guarantee of ≥ 75%.

Optimized processes and customizable solution
We are offering partial lane sequencing for variable size of sequencing and can provide customized sequencing 
solution with parameters that are used in latest research.

Extensive experience and expertise in Next-Generation Sequencing (NGS) services
We have completed over 2000 re-sequencing projects, and our data has been published in many noteworthy 
journals.
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Sample type: Pre-made library
Library concentration and molarity: ≥ 0.5 ng/uL, quantified by Qubit® 2.0 (Life Technologies); 2nM-3nM, quantified by 
Q-PCR


